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library(NBR)
setwd('/home/Alex/matlab/NBS1.2")
fnames <- list.files('./SchizophreniaExample/matrices', full.names = TRUE)
## read all subjects' FC matrices into a 2D matrix
## columns represent the upper triangular elements and rows represent subjects
FCmat <- NULL
for ( fname in fnames){
subdat <- read.table(fname)
subdat <- as.matrix(subdat)
subdat <- subdat[upper.tri(subdat)]
FCmat <- rbind(FCmat, subdat)
}
## call NBS using linear model
Grp <- as.factor(c(rep('G1_Sz',12), rep('G2_HC',15)))
## the dataframe must have two columns at least, which is potentially a bug
otherdat <- data.frame(Grp=Grp, CONST=1)
NROI <- 74
results <- nbr_lm(FCmat, NROI, otherdat, mod="~ Grp", diag = FALSE, nperm=1000,
thrP=NULL, thrT = 3.1, nudist = TRUE, cores=4)
## save the network for visualization
net_mat <- matrix(®, nrow=NROI, ncol=NROI)
net_idx <- result$components$GrpG2_HC[,4] == 1
net_mat[result$components$Grp[net_idx,2:3]] <- 1
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